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Abstract: Based on morphological and molecular phylogenetic analyses, Lactuca alaica Kovalevsk., a species of the genus
Lactuca Linn. in Asteraceae, was identified as a new distribution record in China, and proposed a Chinese name. The main
morphological characteristics of this species include a height of 515 c¢m, involucral bracts with dark purple margins and
peduncles covered with glandular hairs. The maximum likelihood tree constructed on the basis of nrlTS sequences shows that
the plant sample collected during the survey clusters with L. alaica published in the NCBI database with a bootstrap support
rate of 100%. The characteristics of its plastome are as follows: a total length of 152 759 bp, exhibiting a typical
quadripartite structure, and containing 131 genes, including 86 protein-coding genes, 8 rRNA genes, and 37 tRNA genes.
The discovery of this newly recorded species adds new germplasm resources to the higher plants of China, and provides new
information for further elucidating the migration routes of the Central Asian flora.

Key words: Asteraceae; Lactuca alaica Kovalevsk.; newly recorded species in China; morphological characteristics;

phylogeny ; plastome

P& (Lactuca Linn. ) /&3 B} ( Asteraceae ) [ — A~ B A A
Y& , B P& Plants of the World Online ( https : Vi powo. science.
kew.org/ ) iC#, S A B EEAY A 117 F, B 296 T
RS, hESEEEY LT 12 Fh BT A B E (L
sativa Linn. ) |15 & (L. sibirica (Linn.) Benth. ex Maxim.)
B (L. serriola Linn. ) B85 (L. dissecta D. Don) Bty 5
(L. undulata Ledeb.) FLE (L. tatarica (Linn.) C. A. Mey.) 1
21 (L. orientalis (Boiss.) Boiss.]7 Fptl

Lot B T R 98P A, ST 47 SR O WA B 2R I Kb [ O
M RHEPARIE Y . 2024 4F 7 H v fy, A 58 A A8 % B R
3 1 MRS HAL TR S ERAAEY , 2R S

i B HE: 2025-08-31

ARBTG5 Y A A
I B A BRAE MNP A3 LI 5 T 24743 (GBIF, htps : // www.
ebif.org/ ) WCR 0 5 25 T RV A 0 S MR T2 44
Lactuca alaica Kovalevsk. , "' 3C 4 400 BT #6111 35 &, i 3¢ T
nelTS FEFUHEAT T 50 T 5 56 5 WiE, I 5001 17 HL R 4 38 9 4
HHAE

1 MpHfa Tk

1.1 ##
F 2024 7 APA] e 6 B &8 wi G 1 & F A

ESWE . & =g AR5 58 TR AT S 17 B I ME” 7308 H (2022xjkk150509)
EZ® AT WIEAE(1999—) Lo, T N BT L, 23 AR 20 28 B IX R BRI A

OB (EMEH F-mail : yzpzky@ 163.com

IR B, 2 A&, B0, S PEBER— BT A
112-116.

BT A8 1105 T B HE B AR PR SRR AR [ ) ] AL R RS BT 2441, 2026, 35(2)



%24 WEYE, 4, PSRBT A —BAT L S R T AR R 4 R AE 113
JECRAE R iC SR AL KA AR (CREE S YZP001543) , K Ho il PR K 20 [R5

ST ARAS R SRAE Mo FASRAEY BB A I SRR A

1.2 ik 2 R

12,1 #pAr e e BT R AR A GE (CVH, hps: //
www. cvh. ac. en/) . Global Biodiversity Information Facility
(https: // www.gbif.org/) \JSTOR Global Plants ( https: Y plants.
jstor.org/ ) SFEUFARAY- 5 WK (1 55 R ML AR A, I 2%
(hEE) D (&) (RIS 2w
Flora of the U. S. S. R™"  Conspectus Florae Asiae Mediae'®) %5 5
WAMBEY GBI TR EE .

122 AT TS B985 T 25 Bie o 2K
WARBRAEYE SR A RA F], # H Hlumina NovaSeq 6000
V- AT R 2H R JE I, H AR Rl 20%, 1535 9.13
Gb J51& I 7 B 38 s fli ] GetOrganelle v1.7.7.1 #4107 4 3
nrDNA 3 S TTSx vI.1.3 FpE Y PSR B ol TS 551, FA%
% NCBI B % ( https ; //www.ncbi.nlm.nih.gov/) . 1£ NCBI %%
P 22 R 30 B E AR AN M2 ( Hieracium umbellatum Linn. )
9 el TS J7 515 68 Fl MAFFT v7 20F 3047 77 90 Ho X, 6
timAl v1.5 FAE BB F 5 3RAS AR HE [ 5 £ B 10 - TREE
v2.4.0 B AR H IR AL SR AN, 18 ModelFinder %441 A
BhAG I B AR | bootstrap {15~ 1 000; i ] iTOL v6 Bppte
XY R G R F T AT AL

123 FAkLA AL [HH GetOrganelle v1.7.7.1107 4
B JFARIEIR 2] 5 i FIAEZE T GeSeq( https : // chlorobox. mpimp-
golm. mpg. de/geseq. huml ) FI CPGAVAS ( http: // 47. 96. 249.
172:16019/ analyzer ) {4 % J5i 14 2 K 41 ; {f F Geneious Prime
v2025.1.2 BCfFT LT R O S R FL T R i B E (L
dolichophylla Kitam. ) ) Jo A e R 44 (B 5415 MT845217
I ON782492) 7% | AT FSIALIE , R 1 IE I 19 it fA 3 P
4 %% NCBIEE P ; freJi , 6 I ZEZ T OGDRAW v1.3.1
(https ; // chlorobox. mpimp-golm. mpg. de/OGDraw. html ) £ ] 5

2.1 LS E R SRFE

Lactuca alaica Kovalevsk., Opred. Rast. Sred. Azii 10 131
(1993) ; Lactuca taraxacifolia Khalkuziev, Bot. Mater. Gerb. Inst.
Bot. Akad. Nauk Uzbeksk. S.S.R. 19: 59 (1974) ;non Schum. et
Thom (1827).

JEASAHFIE (B 1-A,B,C,D,E,F,G) : ZAFEFAEY)
HARHREE . 254055 bR 8~15 em MK 5~6 om , {813
BHIE  PPIRTR L Tl 27 BOK, Bl = A8 s D27 = A iRt
1] 5 i HAAS /NGRS M TR TE 6, 0 Jok B 5 3 e
AR ARG SEFR I HAAR , i i B A i R, B i i e
Wi, BRIRFIR S8 4 2, A2 U8 08 AR, i 2%
W56 U DA I BAR R s b SNZEED R BN, BB R
B, K 3.0~8.0 mm, 5& 1.5~2.0 mm; FJZ A P4 s
PRI RIE 1K 9~ 11 mm, 98 2~3 mm; JORAERE 1~5, U
ARE T M AP B IR B AR R O, RO EE, R
Wy, ToUs A M 2, s 2 etk B A, AR 6—7

A AR < [E A0 3 0 3 2R S ST A AR R K 2K - Bl
R AL, A2 TR 4 000~4 500 m F AT F 341 A R L
AHE N o e B S 8 i 4 & ORI AT RO A Tl
#3300 m ZEAT Y Ll A

FREFRA (] 1-H) : Alay Range. Basin of the Shakhimardan
River, upper reaches of the Karakazik River Gorge. Among large
scree stones with excessive moisture along the banks of a dammed
lake (4 000-4 500 m a.s.l.). 1967 -08-09, fl. fr. immat.
Collector; Khalkuziev P. (TAK). Voucher; TASH003198,

FEIEARA (K 1-1) . s B8 whit s £
FCEAT Il R, M 3 235 m, b4 40°12733.25" R &

A SEHLR I A Rosette; B 2k Whole plant; C,D. S5 Bract; E: SORAE Capitulum; F; 13 7E Glandular trichome ; G; 7HE Pappus; H: AR A

Type specimen; 1; fEUEFRAS Voucher specimen.

B 1 LS E R SHER AR

Fig. 1 Morphological characteristics and specimens of Lactuca alaica Kovalevsk.
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Fig. 2 Maximum likelihood tree of Lactuca species based on nrITS sequences
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Fig. 3 Plastome map of Lactuca alaica Kovalevsk.
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